Table S8. The hi ghest scoring nodel under QCS for each predicting group for
each CASP10 non-contact assisted target.

t ar get group best_nmod QCS score

T0649 045 045_1 57.314
T0649 077 077_1 50. 676
T0649 103 103_3 62. 061
T0649 108 108_2 52. 155
T0649 124 124 4 36. 270
T0649 198 198_1 32. 154
T0649 222 222 5 32.041
T0649 238 238_1 32.154
T0649 292 2925 62. 061
T0649 294 294_1 65. 120
T0649 301 301_5 53. 312
T0649 365 365_1 64. 532
T0649 373 373_3 64. 154
T0649 471 4711 11. 735
T0649 473 473_3 54,137
T0649 477 477_4 62. 290
T0649 482 482_1 27. 462
T0649 490 490_3 59. 491
T0649 493 493_2 37.441
T0653 045 045_3 39. 659
T0653 108 108_1 47.128
T0653 198 198_1 37.510
T0653 201 201_2  43.125
T0653 222 222_3  40.486
T0653 238 238_4 37.510
T0653 294 294_3  41.847
T0653 301 301_2  46.092
T0653 365 365_3  41.847
T0653 373 373_4 37.663
T0653 434 434_1 42.708
T0653 471 471_1 30. 304
T0653 473 473_1 39. 181
T0653 477 477_1  42.708
T0653 490 490_1  48.088
T0653 493 493_1 39. 553

T0658- D1 045 045_3 31. 805
T0658- D1 108 108_4 31. 635
T0658- D1 198 198_4 26. 097
T0658- D1 201 201_1 23. 340
T0658- D1 222 222_1 28. 799
T0658- D1 238 238_4 26. 097
T0658- D1 294 294_1 29. 019
T0658- D1 301 301_1 29. 085
T0658- D1 365 365_5 29. 044
T0658- D1 373 373_5 29. 319
T0658- D1 434 434_3 30. 667
T0658- D1 473 473_3 45. 724
T0658- D1 477 477_5 30. 635
T0658- D1 490 490_1 41. 634
T0658- D1 493 493_1 26. 398
TO666 045 045_1 53. 117
TO666 077 077_2 34.871
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